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U^. ATPUCATIONNO. 



PIRST NAMED APPUCaNT 
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09/763994 



ELI LILLY AND COMPANY 
LILLY CORPORATE CEhJTER 
INDIANAPOLIS, IN 46265 



OC [ 0 2 2001 



0^ 



ELi LILLY & COMPANY 
JladOO/ PATENT DIVISION 



Date MAILED: 

NOnnCATlON OF A DEFECTIVE RESPONSE 



B X-12239 

lyrejQJATtONAC ATPLIUATIClN MO. | 

PCT/US99/19436 

r-A-flLIWDATB I PRIOH'TYPAn | 

30 AUG 99 01 AUG 98 

20 SEP 2001 



I. □ Tbe request for an exteniiou of time (37 CFR 1. 136(a)) fiJed is defective 

because the required fee is missing/insufficient. Extension of time fees are listed at 37 CFR 1 , 17(a)(1)- 
(a)(5). 



__was received in the Oftlce arte- the expiration of 



2. Q Applicant's response filed 

the period for response set in the Office notification mailed 



. This 



application will become abandoned unless applicant obtains an extension of time to reply to the last 
Office notification under 37 CFR 1 .136(a). 

3. g Applicant's response filed JUN JB 2001 is hereby acknowledged. The following 

requirements sec forth in the NOTIFICATION of MISSING REQUIREMENTS (Form 
PCT/DO/EO/905) mailed APR 02 200 1 have not been completed. 



I 



Q Trans laiioa of tbc international application into Engliih. 

r~| which is defective fbi the reasons indicated on the attached Notice of Defective 
Translation. 
[^''Processing fee (37 CFR ). 492(f)). 

rj Oarh 01 Declaration of inventorsCs), 

Q not in compliance with 37 CFR 1.497(a) and (b) for the reasons indicated on che attached 
PCT/DO/EO/917. 
Q Surcharge (37 CFR 1, 492(c)). 
[Y| Scqueaice Listing. 

[X|| iiot in con^)liaa:c with 37 CFR 1,821-1.825 for the reasons indicated on the attached 
PCT/DO/EO/920. 
Q~j Additional claim fe^s. 



Applicant is required to complete the response within a time limit of ONE MONTH from the date of 
this Notification or within iht time remaining in the response set forth in the Notification of Missing 
Requirements (Form DO/EO/905), whichever is the longer. No extension of this time limit may be 
granted under 37 G.F-.R. 5 1.J136, but the period for response set In the Notification of Missing 
Requirements (Form DO/EO/905) may be extended under 37 C.F.R. § 1.136(a), 

Applicant is reminded that any communication to the United States Patent and Tradeniari; Offic ■ must 
be mailed to the address given in the heading and include the U.S. application no. ihown above. (37 
CFR 1.5) 

Enclosed; Q PCT/DO/EO/917 Qj Norice of Dcfecave Translation 

PCT/DO/EO/920 



FORM PCr/DO/EO/9l6 (March 2001) 



John L. Anderson 
Telephone: 703-308-9116 
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United St at] 



AND Trademark Office 



ComrT\iv;ior»cr For Patents. Boi PC"!" 
United Stflie* P atert aro Tridemarn OrTicc 
Washington. D.C. 20231 



U.S. APnjCATloVJ NO. 



aTTY . DOCKET NC, 



09/763994 



ELI LILLY AND COMPANY 
LILLY CORPORATE CENTER 
INDIANAPOLIS, IN 46265 



EDMONDS 



)C-12239 



IfJTEKNATlO^AlAmiCATlOh NO. 



PCT/US99/1&436 



PRIOMTY DATE 



J 



30 AUG 99 



01 SEP 96 



Date MaILCP: 



20 SEP 2001 

NOTIFICATION TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS 
CONTAINING NUCUEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE 

DISCLOSURES 

Applicant has submitted papers under 35 U.S.C. 371 to enter the national stage in the United States of 
America. The items indicated below, however, are missing. The period within which to correct the 
deficiency noted below and avoid abandonment is set forth in the accompanying Notification. 

The nucleotide and/or amino acid sequence disclosure contained in this applicatio^i does not comply 
with the requirements for such a disclosure as set forth in 37 CFR 1.821-1.825 for the following 
reason(s): 

Q The application fails to comply with the requirements of 37 CFR 1 .821-1 .825 . 
Q This application does not contain, a "Sequence Listing" as a separate part of the 

disclosure on paper copy or compact disc, as required by 37 CFR 1.821(c). 
1 A copy of the "Sequence Listing" in computer readable format has not been submitted as 

required by 37 CFR 1.821(e), 
[Tj A copy of the "Sequence Listing" in computer readable form has been submitted. The 

content of the computer readable form, however, does not comply with the requirements of 

37 CFR 1.822 and/or 1.832, as indicated on die attached marked-up copy of the "Raw 

Sequence Listing. " 

Q The computer readable form that has been filed with this application has been fourd to be 
damaged and/or unreadable as indicated on the attached CRF Diskette Proolem Report. A 
substitute computer readable form must be submitted as required by 37 CFR 1 .825(d). 

Q The paper copy or compact disc of the "Sequence Listing" is not the same as the 
computer readable form of the "Sequence Listing" as required by 37 CFR 1.821(e). 

r] Other: 



APPLICANT MUST PROVIDE: 

|Y| An initial or substitute computer readable form (CRF) of the "Sequence Listing. " 

Q An initial or substitute pper copy or compact disc of the "Sequence Listing," as well as an 

amendment directing its entry into the specification. 
^ A statement that the contents of ittie paper or compact disc and the computer readable form 
are the same and. where applicable, include no new maaer, as required by 37 CFR 
1.821(e), 1.821(0, 1.821(g), 1.825(b) or 1.825(d). 

FOR QUESTIONS REGARDING COMPUANCE WITH THESE REQUIREMENTS. PLEASE 
CALL: 

(703) 308^216. for Rules interpretation, 
(703) 308-4212, for CRF submission help, 
(703) 287-0200, for PatenUn software help, 



John L. Anderso n ^ ^^^ 

Telepho 

FORM PCr/DO/EO/920 (March 2001) 



Telephone: 703-308-9116 
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BIOTECHNOLOGY ^ 



RAW SEOITOCE LISTINCw 
ERROR REPORT 




The Biotechnology Systems Branch of the Scienfific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: (9f^!?^, 9 ff' 

Source: pCf^ ? 

Date Processed by STIC: O/// ^ ZPJ^j 



THE ATTACBDED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER- 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WIITi A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4211 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703^08-4216. 
PATENTIN 2,le-maJl help; Datin21help@usDto.gov or phone 703-30^4119 (R, Wax) 
PATENTIN J.O e-mail help; patin3help@uspto.gov or phone 703-306-4U9 (R Wax) 

TO REDUCE ERP.ORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BFXOW' 



Checker Version 3.0 

The Checker Version 3.0 application is a staic-of the-art Windows based software program 
employing a logical and intuitive user-interfece to chedc whether a sequence listing is in 
compliance with format and content rules Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
niles) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST, 25 . 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Comijuter Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (US PTC). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO websit e at the following flririri.«!<; 
http://www.uspto.gov/web/offices/pac/checker 
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PCT09 



RAW SEQUENCE LISTING 

PATENT APPLICATION; US/09/763,994 

Input Set : A:\X-12239SQqList.app 
Output Set: K:\CRF3\07112001\l763994.raw 



DATE: 07/11/2001 
TIME: 11:05:29 



C~> 



3 
5 
6 
8 
10 
11 
13 
15 
1"? 
16 
19 
20 
22 
23 
24 
25 
26 
27 
26 
29 
30 
31 
32 
33 
34 
35 
36 
37 
38 
39 
40 
41 
42 
43 
44 
45 
46 
47 
46 
49 
50 
51 
52 
53 
54 
55 
56 



<110> APPLICANT; Edmonds, Brian T. 
<120> TITLE OF INVENTION: HUMAN LATENT TRANS 

PROTEIN 3 
<130> FILE REFERENCE; X-12239 

<140> CURRENT APPLICATION NUMBER; US/09/763, 
<141> CURRENT FILING DATE: 2001-06-06 

<160> NUMBER OF SEQ ID NOS : 6 

<170> SOFTWARE: Patentin Ver. 2.0 

<210> SEQ ID NO: 1 

<211> LENGTH: 3624 

<212> TYPE: DNA 

<213> ORGANISM: Honvo sapiens 

<400> SEQUENCE; 1 

cggggcgcag gcgggggcgg ggcgctggcc cgcgagcgct 
gtgatctgca agcggacctg tctcaagggc cagtgtcggg 
aacatgacgc tcatcggaga gaacggccac agcacagaca 
cgcgtggtgg tgtgccctct cccctgcatg aatggcggcc 
tgcctgtgtc ccccggactt cactgggcgc ttctgccagg 
gggggtaccg gcggctcagg ccccggcctg agcaggacag 
ctgccgcccc tggctccgga gggcgactct gtggccagca 
caggtgatcg ctgaccctcc tgggcccggg gaggggcctc 
ctggtgcccc taggcccggg acagatctca gcagaagtgc 
aatgtgcgcg tccatcaccc gcccgaggcc tcagtccagg 
aacgccgaga gcgcagcccc ctcccagcac ctgctgccgc 
cggccgccca cccagaagtc cctgggccgc tgctttcagg 
tgtggcagca accccctccc cggcctcacc aagcaggaag 
actgcctggg gccagagcaa gtgccacaag tgtccccagc 
aagccagggc ctgtacgtgg ggaagtgggc gctgactgtc 
aacagcaccc actgccagga catcaacgag tgcgcaatgc 
gactgcctca acaaccctgg ctcctatcgc tgtgtctgcc 
ccctcccgta cacagtgcat tgcagacaaa ccggaggaga 
gtgagccctg agcaccagtg ccagcaccca ctgaccaccc 
tgctgcagtg tcggcaaggc ctggggcgcg cggtgtcagc 
gctgcgttca aggagatctg cccagctggg aagggatacc 
acgctcacca ttcagggcga gagtgacttt tcccttttcc 
aagccccagc agcttccgga gagccctagc caggctccac 
gagagagggg tgaccacgga ctcaccggtg agtgaggaga 
ccaactgcca ccacgactcc tgcccggccc taccccgagc 
ccgaccatgc gctggttcct gccggacttg cctccttccc 
cccactcagg tcacagagac tgatgagtgc cgactgaacc 
gagtgcgtgc cgggcccccc tgactactcc tgccactgca 
ccccagcacc gctactgcgt ggatgtgaac gagtgcgagg 
aggggcatct gcatgaacac cggcggctcc tacaattgcc 
ctgcacgtgg gcgccggggg gcgctcgtgc qtggacctga 
ctgtgcggcg acggcggctt ctgcatcaac tttcccggtc 
cccggctacc ggctcaaagc ctcccggcct cctgtgtgcg 
gacccaagct cttgcccgga tggcaaatgc gagaacaagc 



Does Not Comply 
Corrected Diskette Needoi 



FORMING GROWTH FACTOR-BETA BINDING 



994 



tcaaggtggt 
acagttgtca 
cgctcacggg 
agtgctcctc 
tgcccgcagg 
gggccct gtc 
agcacgccat 
ctgcccagca 
aggccccgcc 
tgcaccgcat 
accccaagcc 
acactctgcc 
actgctgcgg 
tgcagtacac 
cccagggcta 
cgggcgtgtg 
cacctggcca 
agagcctgtg 
gcctgacccg 
gctgcccaac 
acattctcac 
tgcaccctga 
cacctgagga 
ggtcagtgca 
tgatctcccg 
gcagcgccgt 
agaacat ctg 
accccggcta 
cagagccctg 
actgcaaccg 
acgaatgcgc 
actacaagtg 
aagacatcga 
ccgggagctt 



ctttgcgccg 
gcagggctcc 
ctccggcttc 
gcgaaaccag 
aggagccggt 
cacaggggcg 
ctacgccgtc 
cgcagccttc 
ccccgtggtg 
tgagagctcg 
ctcgcacccc 
caagcagccg 
tagcatcggc 
aggagt gcag 
caagaggctt 
t cgccatggt 
tagtttaggc 
tttccgcctg 
ccagctctgc 
agatggcacc 
ctcccaccag 
cgggccaccc 
cacagaggaa 
gcagagccac 
tccctcgccc 
agagatcgct 
tggccacgga 
ccggtcacat 
tggcccgggg 
cggctaccgc 
caagccccac 
caactgctac 
cgagtgccgg 
caagtgcatc 



60 
120 

leo 

240 

300 

360 

420 

490 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1330 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1360 

1920 

1980 

2040 
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RAW SEQ^ 



LISTING 
A^^ICATION: US/09/763,994 



07/11/2001 



PATENT AWiCATION: US/09/763,994 TiiT: 11:05:29 

Input Set : A:\X-12239SeqLiGt.app 
Output Set; N:\CRF3\0711200l\l7 63994.raw 

57 gcctgtcagc ctggctaccg cagccagggg ggcggggcct gtcgcgacgt gaacaagtgc 2100 

58 gccgagggca gcccctgctc gcctggctgg tgcgagaacc tcccgggctc cttccgcugc 2160 

59 acctgtgccc agggctacgc gcccgcgccc gacggccgca gttgcttgga tgtggacgag 2220 

60 tgtgaggctg gggacgtgtg tgacaatggc atctgcagca acacgccagg atctttccag 2280 

61 tgtcagtgcc tctctggcta ccatctgtcc agggaccgga gccactgcga ggacattgat 23^0 

62 gagtgtgact tccctgcagc ctgcattggg ggtgactgca tcaataccaa tggctcctac 2400 

63 agatgtcttt gcccccaggg gcatcggctg gtgggtggca ggaaatgcca agacatagat 2460 

64 gagtgcagcc aggacccgag cctgtgcctt ccccatgggg cctgcaagaa ccttcagggc 2520 

65 tcctargtgt gtgtctgcga tgagggcttc actcccaccc aggaccagca cggttgtgag 2560 

66 gaggtggagc agccccacca caagaaggag tgctacctga acttcgatga cacagtgttc 2640 

67 tgcgacagcg tattggccac caacgtgacc cagcaggagt gctgctgctc tctgggggcc 2700 

68 ggctggggcg accactgcga aatctacccc tgcccagtct acagctcagc cgagttccac 2760 

69 agcctctgcc cagacggaaa gggctacacc caggacaaca acatcgtcaa ctacggcatc 2620 

70 ccagcccacc gtgacatcga cgagtgcatg ttgttcgggt cggagatttg caaggagggc 2680 

71 aagtgcgtga acacgcagcc tggctacgag tgctactgca agcagggctt ctactacgac 2940 

72 gggaacctgc tggaatgcgt ggacgtggac gagtgcctgg acgagtccaa ctgccggaac 3000 

73 ggagtgtgtg agaacacgcg cggcggctac cgctgtgcct gcacgccccc tgccgagtac 3060 

74 agccccgcgc agcgccagtg cctgagcccg gaagagatgg agcgtgcccc ggagcggcgc 3120 

75 gacgtgtgct ggagccagcg cggagaggac ggcatgtgcg ctggccccct ggccgggcct 3180 

76 gccctcacct tcgacgactg ctgctgccgc cagggccgcg gctggggcgc ccaatgccga 3240 

77 ccgtgcccgc cgcgcggcgc ggggtcccat tgcccgacat cgcagagcga gagcaattcc 3300 

78 ttctgggaca caagccccct gctgttgggg aagcccccaa gagatgagga cagttcagag 3360 
7 9 gaggattcag acgagtgtcg ctgcgtgagt ggccgctgcg tgccgcggcc gggcggcgcc 3420 

80 gtgtgcgagt gtcccggcgg cttccagctc gacgcctccc gcgcccgctg cgtggatatc 3460 

81 gacgagtgcc gagagctgaa ccagcgcggg ctgctgtgca agagcgagcg ctgcgtgaac 3540 

82 accagcggct ccttccgctg cgtctgcaaa gccggcttcg cgcgcagccg cccgcacggg 3600 

83 gcctgcgttc cccagcgccg ccgc ^524 

85 <210> SEQ ID NO: 2 

86 <211> LENGTH: 1208 

87 <212> TYPE: PRT 

86 <213> ORGANISM; Homo sapiens 

90 <400> SEQUENCE: 2 

91 Arg Gly Ala Gly Gly Gly Gly Ala Leu Ala Arg Glu Arg Phe Lys Val 
^2 1 5 10 15 ' 
.94 Val Phe Ala Pro Val lie Cys Lys Arg Thr Cys Leu Lys Gly Gin Cys 

95 20 25 30 

97 Arg Asp Ser Cys Gin Gin Gly Ser Asn Met Thr Leu lie Gly Giu Asn 

96 35 40 45 

100 Gly His Ser Thr Asp Thr Leu Thr Gly Ser Gly Phe Arg Vai Val Val 

101 50 55 60 

103 Cys Pro Leu Pro Cys Met Asn Gly Gly Gin Cys Ser Ser Arg Asn Gin 

104 65 70 75 80 
106 Cys Leu Cys Pro Fro Asp Phe Thr Gly Arg Phe Cys Gin Val Pro Ala 

S5 90 95 

109 Gly Gly Ala Gly Gly Gly Thr Gly Gly Ser Gly Pro Gly Leu Ser Arq 

110 100 105 110 

112 Thr Gly Ala Leu Ser Thr Gly Ala Leu Fro Pro Leu Ala Pro Glu Gly 

113 115 120 125 

115 Asp Ser Val Ala Ser Lys His Ala lie Tyr Ala Val Gin Val He Ala 
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RAW SE(^Pe listing i^B; 07/11/2001 

PATENT APPLICATION: US/09/763,994 TIME: 11:05:29 

Input Set : A:\X-12239SeqList.app 
Output Set: N;\CRF3\07112001\l763994.raw 



116 




130 








135 










X *i U 










118 


Asp 


Pro 


Pro 


Gly 


Pro 


Gly Glu Gly Pro 


P rn 

r i, u 




n n 


fli s 


Ai a 


Ala 


Phe 


119 


145 










150 








155 








160 


121 


Leu 


Val 


Pro 


Leu 


Gly 


Pro Gly Gin 


He 




Ala 


(jIU 


Val 


Gin 


Ala 


Pro 


122 










165 








170 










175 


124 


Pro 


Pro 


Val 


Val 


Asn 


Val Arg 


Val 


His 


His 


Pro 


Pro 


Glu 


Ala 


Ser 


Val 


125 








180 








185 










190 




127 


Gin 


Val 


His 


Arg 


lie 


Glu Ser 


Ser 


Asn 


Ala 


Glu 


Ser 


Ala 


Ala 


Pro 


Ser 


128 






195 








200 










205 






130 


Gin 


His 


Leu 


Leu 


Pro 


His Pro Lys 


Pro 


Ser 


His 


Pro 


Arg 


Pre 


Pro 


Thr 


131 




210 








215 










220 




133 


Gin 


Lys 


Ser 


Leu 


Gly Arg Cys 


Phe 


Gin 


Asp 


Thr 


Leu 


Pro 


Lys 


Gin 


Pro 


134 


225 










230 








235 








240 


136 


Cys Gly 


Ser 


Asn 


Pro 


Leu Pro 


Gly Leu 


Thr 


Lys 


Gin 


Glu 


Asp 


Cys 


Cys 


137 










245 








250 








255 


139 


Gly Ser 


He 


Gly Thr Ala Trp 


Gly Gin Ser 


Lys 


Cys 


His 


Lys 


Cys 


Pro 


140 








260 








265 










270 




142 


Gin 


Leu 


Gin 


Tyr Thr Gly Val 


Gin 


Lys 


Pro 


Gly 


Pro 


Val 


Arg 


Gly 


Glu 


143 






275 








280 








285 




145 


Val 


Gly Ala Asp Cys Pro Gin Gly Tyr 


Lys 


Arg Leu Asn 


Ser 


Thr 


His 


146 




290 








295 








300 








148 
149 


Cys 
305 


Gin 


Asp 


He 


Asn 


Glu Cys 
310 


Ala 


Met 


Pro 


Gly Val 
315 


Cys 


Arg 


His 


Gly 
320 


151 


Asp 


Cys 


Leu 


Asn 


Asn 


Pro Gly 


Ser 


Tyr Arg 


Cys 


Val 


Cys 


Pro 


Pro 


Gly 


152 










325 








330 








335 


154 


His 


Ser 


Leu 


Gly 


Pro 


Ser Arg 


Thr 


Gin 


Cys 


He 


Ala Asp 


Lys 


Pro 


Glu 


155 








34 0 








345 










350 






157 


Glu 


Lys 


Ser 


Leu 


Cys 


Phe Arg 


Leu 


Val 


Ser 


Pro 


Glu 


His 


Gin 


Cys 


Gin 


158 






355 








360 










365 




160 


His 


Pro 


Leu 


Thr 


Thr 


Arg Leu 


Thr 


Arg 


Gin 


Leu 


Cys 


Cys 


Cys 


Ser 


Val 


161 




370 








375 










360 






163 
164 


Gly Lys 
365 


Ala 


Trp Gly Ala Arg Cys 
390 


Gin Arg 


Cys 
395 


Pro 


Thr 


Asp 


Gly 


Thr 
400 


166 


Ala 


Ala 


Phe 


Lys 


Glu 


He Cys 


Pro 


Ala 


Gly 


Lys 


Gly 


Tyr 


His 


He 


Leu 


167 


Thr 








405 








410 






415 




169 


Ser 


His 


Gin 


Thr 


Leu Thr 


He 


Gin 


Gly 


Glu 


Ser 


Asp 


Phe 


Ser 


Leu 


170 








420 








425 






430 




172 


Phe 


Leu 


His 


Pro Asp 


Gly Pro 


Pro 


Lys 


Pro 


Gin 


Gin 


Leu 


Pro 


Glu 


Ser 


173 






435 








440 








445 






175 
176 


Pro 


Ser 
450 


Gin 


Ala 


Pro 


Pro Pro 
455 


Glu Asp Thr 


Glu 


Glu 
460 


Glu 


Arg 


Gly Val 


178 


Thr 


Thr 


Asp 


Ser 


Pro 


Val Ser 


Glu 


Glu 


Arg 


Ser 


Val 


Gin 


Gin 


Ser 


His 


179 


465 










470 






475 








480 


181 


Pro 


Thr 


Ala 


Thr 


Thr 


Thr Pro 


Ala 


Arg 


Pro 


Tyr 


Pro 


Glu 


Leu 


He 


Ser 


182 










485 








490 








495 




184 


Arg Pro 


Ser 


Pro 


Pro 


Thr Met 


Arg 


Trp 


Phe 


Leu 


Pro 


Asp 


Leu 


Fro 


Pro 


185 








500 








505 








510 






187 


Ser 


Arg 


Ser 


Ala 


Val 


Glu He 


Ala 


Pro 


Thr 


Gin 


Val 


Thr 


Glu 


Thr 


Asp 


188 






515 








520 










525 
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RAW SEQ^Be listing 

PATENT l^ICATION: US/09/763,994 




07/11/2001 
11:05:29 



Input Set : A:\X-12239SGqList.app 
Output Set: N: \CRF3\07112001\I763994 , raw 



190 


Glu 


Cys 


Arg Leu 


Asn 


Gin 


Asn 


He 


Cys 


Gly 


His 


Gly 


Glu 


Cys 


Val 


Fro 


191 




530 








535 










540 








193 


Giy 


Pro 


Pro Asp 


Tyr 


Ser 


Cys 


His 


Cys 


Asn 


Pro 


Gly 


Tyr 


Arg 


Ser 


His 


194 


545 








550 










555 




560 


196 


Pro 


Gin 


His Arg 


Tyr 


Cys Val 


Asp 


Val 


Asn 


Glu 


Cys 


Glu 


Ala 


Glu 


Pro 


197 








565 










570 








575 


199 


Cys 


Gly 


Pro Gly Arg Gly He 


Cys 


Met 


Asn 


Thr 


Gly 


Gly 


Ser 


Tyr 


Asn 


200 






560 










565 






590 




202 


Cys 


His 


Cys Asn 


Arg 


Gly Tyr 


Arg 


Leu 


His 


Val 


Gly 


Ala 


Gly 


Gly 


Arg 


203 






595 








600 










605 




205 


Ser 


Cys 


Val Asp 


Leu 


Asn 


Glu 


Cys 


Ala 


Lys 


Pro 


His 


Leu 


Cys 


Gly 


Asp 


206 




610 








615 










620 




208 


Gly Giy 


Phe Cys 


He 


Asn 


Phe 


Pro 


Gly 


His 


Tyr 


Lys 


Cys 


Asn 


Cys 


Tyr 


209 


625 








630 










635 






640 


211 


Pro 


Gly 


Tyr Arg 


Leu 


Lys Ala 


Ser 


Arg 


Pro 


Pro 


Val 


Cys 


Glu 


Asp 


He 


212 








645 










650 








655 




214 


Asp Glu 


Cys Arg 


Asp 


Pro 


Ser 


Ser 


Cys 


Pro 


Asp 


Gly 


Lys 


Cys 


Glu 


Asn 


215 






660 










665 






670 






217 


Lys 


Pro 


Gly Ser 


Phe 


Lys 


Cys 


He 


Ala 


Cys 


Gin 


Pro 


Gly 


Tyr 


Arg 


Ser 


21B 






675 








680 










6B5 




220 


Gin 


Gly 


Gly Gly Ala 


Cys Arg 


Asp 


Val 


Asn 


Glu 


Cys 


Ala 


Glu 


Gly 


Ser 


221 




690 








695 










700 








223 


Pro 


Cys 


Ser Pro 


Gly Trp Cys 


Glu 


Asn 


Leu 


Pro 


Gly 


Ser 


Phe 


Arg 


Cys 


224 


705 








710 










715 






120 


226 


Thr 


Cys 


Ala Gin 


Gly Tyr Ala 


Pro 


Ala 


Fro 


Asp 


Gly 


Arg 


Ser 


Cys 


Leu 


227 








725 










730 






735 




229 


Asp 


Val 


Asp Glu 


Cys 


Glu 


Ala 


Gly 


Asp 


Val 


Cys 


Asp 


Asn 


Gly 


He 


Cys 


230 






740 










745 






750 




232 


Ser 


Asn 


Thr Pro 


Gly Ser 


Phe 


Gin 


Cys 


Gin 


Cys 


Leu 


Ser 


Gly 


Tyr 


His 


233 






755 








760 








765 




235 


Leu 


Ser Arg Asp Arg Ser His 


Cys 


Glu 


Asp 


He 


Asp 


Glu 


Cys 


Asp 


Phe 


236 




770 








775 










780 






239 


Pro 


Ala 


Ala Cys 


He 


Gly Gly 


Asp 


Cys 


He 


Asn 


Thr 


Asn 


Gly 


Ser 


Tyr 


239 


785 








790 










795 








600 


241 


Arg 


Cys 


Leu Cys 


Pro 


Gin 


Gly 


His 


Arg 


Leu 


Val 


Gly 


Gly 


Arg 


Lys 


Cys 


242 








805 










810 






815 


244 


Gin 


Asp 


lie Asp Glu 


Cys 


Ser 


Gin 


Asp 


Pro 


Ser 


Leu 


Cys 


Leu 


Pro 


His 


245 






820 










625 








830 






24 7 


Gly Ala 


Cys Lys 


Asn 


Leu 


Gin 


Gly 


Ser 


Tyr 


Val 


Cys 


Val 


Cys 


Asp 


Glu 


248 






835 








840 








845 




250 


Gly 


Phe 


Thr Pro 


Thr 


Gin 


Asp 


Gin 


His 


Gly 


Cys 


Glu 


Glu 


Val 


Glu 


Gin 


251 




850 








855 






860 










253 


Pro 


His 


His Lys 


Lys 


Glu 


Cys 


Tyr 


Leu 


Asn 


Phe 


Asp 


Asp 


Thr 


Val 


Phe 


254 


865 








870 










875 






860 


256 


Cys 


Asp 


Ser Val 


Leu 


Ala 


Thr 


Asn 


Val 


Thr 


Gin 


Gin 


Glu 


Cys 


Cys 


Cys 


257 








385 










890 








895 


259 


Ser 


Leu 


Gly Ala 


Gly Trp 


Gly 


Asp 


His 


Cys 


Glu 


He 


Tyr 


Pro 


Cys 


Pro 


260 






900 










905 








910 




262 


Val 


Tyr 


Ser Ser 


Ala 


Glu 


Phe 


His 


Ser 


Leu 


Cys 


Pro 


Asp 


Gly 


Lys 


Gly 
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Asn 


Tyr 


Gly He 


Pro 


Ala 


His 


Arg 






940 








Gly 


Ser 


Glu lie 
955 


Cys 


L vs 


Glu 


Gly 
960 


Tyr 


Glu 


Cys Tyr 


Cys 


Lys 


Gin 


Gly 




970 








975 


Glu 


Cys 


Val Asp 


Val 


Asp 


Glu 


Cys 


965 








990 




Gly 


Val 


Cys Glu 


A^n 


Thr 


Arg 


Gly 






1005 








Pro 


Ala 


Glu Tyr 
1020 


Ser 


Pro 


Ala 


Gin 


Met 


Glu 


Arg Ala 


Pro 


Glu 


Arg 


Arg 




1035 






1040 


Glu 


Asp 


Gly Met 


Cys 


Ala 


Gly 


Pro 


1050 






1055 




Asp Asp Cys Cys 


Cys 


Arg 


Gin 


Gly 
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263 915 920 925 

265 Tyr Thr Gin Asp Asn Asn lie Val Asn Tvr f;iv/ no 

266 930 935 
2 68 Asp lie Asp Glu Cys Met Leu Phe 
269 945 950 

271 Lys Cys Val Asn Thr Gin Pro Gly 

272 965 

27 4 Phe Tyr Tyr Asp Gly Asn Leu Leu 
275 9B0 

277 Leu Asp Glu Ser Asn Cys Arg Asn 

278 995 1000 
280 Gly Tyr Arg Cys Ala Cys Thr Pro 
261 1010 1015 
283 Arg Gin Cys Leu Ser Pro Glu Glu 
2B4 1025 1030 
2BG Asp Val Cys Trp Ser Gin Arg Gly 
287 1045 

28 9 Leu Ala Gly Pro Ala Leu Thr Phe _ 

290 1060 1065 1070 

292 Arg Gly Trp Gly Ala Gin Cys Arg Pro Cys Pro Pro Arg Gly Ala Gly 

293 107S 1080 1065 

295 Ser His Cys Pro Thr Ser Gin Ser Glu Ser Asn Ser Phe Trp Asp Thr 

296 1090 1095 1100 

298 Ser Pro Leu Leu Leu Gly Lys Pro Pro Arg Asp Glu Asp Ser Ser Glu 

299 1105 1110 1115 1120 

301 Glu Asp Ser Asp Glu Cys Arg Cys Val Ser Glv Arg Cys Val Pro Arg 

302 1125 1130 " 1135 

304 Pro Gly Gly Ala Val Cys Glu Cys Pro Gly Gly Phe Gin Leu Asp Ala 

305 1140 1145 ]_;^5Q 

307 Ser Arg Ala Arg Cys Val Asp He Asp Glu Cys Arg Glu Leu Asn Gin 

308 1155 1160 1165 

310 Arg Gly Leu Leu Cys Lys Ser Glu Arg Cys Val Asn Thr Sar Gly Ser 

311 1170 1175 HBO 

313 Phe Arg Cys Val Cys Lys Ala Gly Phe Ala Arg Ser Arq Pro His Glv 
\\\ 1^65 1190 1195 1200 

316 Ala Cys Val Pro Gin Arg Arg Arg 

317 1205 

320 <210> SEQ ID NO: 3 

321 <211> LENGTH: 3771 

322 <212> TYPE: DNA 

323 <213> ORGANISM: Homo sapiens 

325 <400> SEQUENCE: 3 

326 cggggcgcag gcgggggcgg ggcgctggcc cgcgagcgct tcaaggtggt ctttgcgccg 60 

327 gtgatctgca agcggacctg tctcaagggc cagtgtcggg acagttgtca gcagggctcc 120 

328 aacatgacgc tcatcggaga gaacggccac agcacagaca cgctcacggg ctccggcttc ISO 

329 cgcgtggtgg tgtgccctct cccctgcatg aatggcggcc agtgctcctc gcgaaaccag 240 

300 tgcctgtgtc ccccggactt cactgggcgc ttctgccagg tgcccgcagg aggagccqgt 300 

331 gggggtaccg gcggctcagg ccccggcctg agcaggacag gggccctgtc cacagggacg 360 

332 ctgccgcccc tggctccgga gggcgactct gtggccagca agcacgccat ctacgccgtc 420 
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<210> 6 
<211> 1257 
<212> PJRT 

<213> Homo sapiens 



Y 



<220> — .^^^^^^^ . 

<223>^Xaa = any amino acid encoding codon or nonsense"^^'^^^ 
I codon 

<400> 6 
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